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Human Genome Project

* Completed in 2003
* Whats next?
— Genomes to Life (GTL) Project

* Understanding the detail mechanism of the
cell

— ENCODE Project
* Annotating the whole Genome




Research Project

* Phase 1

— Develop a computational method to analyze
(annotate) DNA sequences

* Phase 2

— Make this method easy to use, especially for
biologists with no or little computer expertise
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Phase 1

Develop a 4 step methodology

1. Feature Generation

2. Feature Selection

3. Feature Integration

4. Cascade Classification
18" International Conference on Genome
Informatics
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Feature Generation

Thickness of Eyebrows, Hair Length, Hair Color,
Jaw Line, Eye Color etc

Feature Selection
Reject Hair Length and Hair Color

Feature Integration
Use all selected features to judge
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1. Cascade Classifier
Looking at its surroundings
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Phase 2

* To enable the Method to be deployed with
ease

— Developed a software

HYP Project (=)=
Applications

| 2 Step 3: Selzct Feature |
Filter Features

Choose | Attril tion -E "weka. eSelection. ChisquaredattributeEval " -5 "weka,attributeselsction.Ranker -T -1.7976931348623157E308 -hl -1" Apply Fiter |
Current File Selected Features
Instances: 1300 Features:65 Name: K_TTT_0_-110_5 Type: Numeric
: 0(0%) 1 2 : 3(0%)
TET Missing: 0 (0%) Distinct: 28 Unique: 3 (0%)
Statistic | value
Mark Al | Unmark Al Invert | Pattern Minimum o
- - i || [Maximum 52
Mo, | | Name [ Mzan 6.335
StdDev 4.556

3| [K_GGA_0_-110_5

#: K_TTA 0_-110.5
Hi

K_TAA_0_-110_5
6| [k_T6T_0_-1105
7|k ATT 01105
8 F_AGG_0_-110.5
9 K_AGC_0_110_5
10 K_AAT_0_-110_5
1] K_6CT_0.-110.5
2 [k_ATA_0_-110 5
13 [K_CAG_0_-1105

14 K_CGG_0_-110_5
15 K_GAG_0_-110_5
K_T6G_0_-110.5
K_CGC_0_1105
18] [K_6GC_0_1105
19 K_CCG_0_-110_5
K_GCC 01105 >
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Remove Marked Features

<< < BACK Unda (Remave|/Filter) NEXT »>2

[ Status
Generating Dataset1.arff. DONE!




Conclusion

* Personal Genome Project
— Individual genome for < USD 1000

* Develop more efficient ways to store, retrieve
and 'crunch' data
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